Computing the all-pairs quartet distance on a set of evolutionary trees.
We present two algorithms for calculating the quartet distance between all pairs of trees in a set of binary evolutionary trees on a common set of species. The algorithms exploit common substructure among the trees to speed up the pairwise distance calculations, thus performing significantly better on large sets of trees compared to performing distinct pairwise distance calculations, as we illustrate experimentally, where we see a speedup factor of around 130 in the best case.